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ABSTRACT
Background: Methicillin-resistant Staphylococcus aureus (MRSA) is an important antimicrobial-resistant pathogen in hospital and community settings.
Aims: To determine the prevalence of hospital-acquired MRSA (HA-MRSA) and community-acquired MRSA (CA-MRSA), compare their antibiotic susceptibility patterns, and determine their multiple antibiotic resistance (MAR) indices.
Study Design: A cross-sectional comparative study.
Place and Duration of Study: Irrua Specialist Teaching Hospital (ISTH), Irrua, and Ekpoma community, Edo State, Nigeria, from January to July 2023.
Methodology: A total of 620 samples were collected, including 310 nasal swab, wound swab, and fomite samples from doctors, nurses, patients, cleaners, and fomites in 14 departments of ISTH, as well as 310 nasal swabs from apparently healthy individuals in Ekpoma community. The samples were cultured on Mannitol Salt Agar and isolates presumptively identified as Staphylococcus aureus were tested on Oxacillin Resistant Screening Agar Base using 1 μg oxacillin discs for confirmation. Susceptibility testing was conducted using the Kirby–Bauer disc diffusion method for vancomycin, linezolid, cloxacillin, ciprofloxacin, gentamicin, tetracycline, and erythromycin.
Results: The overall MRSA prevalence was 22% (133/620), with HA-MRSA prevalence at 27% (82/310) and CA-MRSA prevalence at 17% (51/310). Fomites yielded the highest HA-MRSA proportion (32%), followed by cleaners (24%), nurses (19%), patients (13%), and doctors (12%). Markets (30%) and motor parks (27%) had the highest CA-MRSA prevalence. All isolates (100%) were sensitive to vancomycin and linezolid, while 96% of both groups were resistant to cloxacillin. HA-MRSA showed higher resistance to ciprofloxacin (41% vs 20%), gentamicin (45% vs 35%), and erythromycin (26% vs 6%) compared to CA-MRSA. MAR index ranged from 0.2–0.4 for HA-MRSA and 0.1–0.2 for CA-MRSA.
Conclusion: HA-MRSA isolates exhibited higher antibiotic resistance and MAR indices than CA-MRSA, indicating antibiotic overuse in hospital settings. Strengthened antibiotic stewardship and infection-control measures are advocated.
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1. INTRODUCTION 

Methicillin-resistant Staphylococcus aureus (MRSA) is an important antimicrobial-resistant pathogen characterised phenotypically by resistance to methicillin and other beta-lactam agents. Resistance is commonly mediated by mecA, which encodes penicillin-binding protein 2a (PBP2a), although phenotypic susceptibility testing alone does not establish the presence of mecA. MRSA causes difficult-to-treat infections, including bacteraemia, pneumonia, endocarditis, and surgical-site infections. MRSA remains a major public-health concern, and the World Health Organization continues to classify methicillin-resistant S. aureus among high-priority antibiotic-resistant pathogens (WHO, 2024). Recent Nigerian surveillance and studies also demonstrate substantial resistance among S. aureus and MRSA isolates, supporting continued local surveillance (Adeiza et al., 2020; Iheanacho & Eze, 2022; Ezeh et al., 2023). A recent clinical review also emphasises the importance of MRSA colonisation, infection prevention, and susceptibility-informed management (Parsons et al., 2026).
The epidemiology of MRSA has evolved considerably. Although MRSA was historically associated primarily with healthcare settings, community-associated MRSA is also established among people without recent healthcare exposure. Hospital- and community-associated strains may differ in epidemiology and resistance patterns, although these categories cannot be assigned to specific genetic lineages without molecular characterisation. Therefore, the present study uses HA-MRSA and CA-MRSA as epidemiological categories based on the sampling settings and participant characteristics rather than as molecularly defined strain types. An African systematic review of asymptomatic MRSA carriage identified differences among healthcare workers, hospitalised patients, and community populations, supporting careful interpretation of setting-specific carriage estimates (Azzam et al., 2025).
A study comparing phenotypic screening with mecA detection in bovine MRSA isolates also illustrates the importance of distinguishing culture-based identification from molecular confirmation (Diwakar et al., 2026). In Nigeria and across Africa, MRSA prevalence varies by setting, population, specimen type, and detection method. A Nigerian systematic review reported substantial regional variation, whereas more recent national and multicentre studies continue to document high levels of antimicrobial resistance among S. aureus isolates (Abubakar & Sulaiman, 2018; Adeiza et al., 2020; Ezeh et al., 2023). A recent African systematic review and meta-analysis likewise found a substantial pooled proportion of MRSA and emphasized the need for continued surveillance and infection-control interventions (Azzam et al., 2026). However, data directly comparing hospital- and community-associated MRSA in Edo State remain limited.
A hospital-based investigation in northeastern Nigeria also documented MRSA in clinical samples and assessed the antimicrobial susceptibility of the recovered isolates (Bilyaminu et al., 2025). A separate multicentre investigation in Enugu combined antimicrobial susceptibility testing, MAR index assessment, and mecA detection to characterise MRSA among hospitalised patients (Ann et al., 2026). The clinical implications of MRSA include prolonged illness, increased healthcare utilisation, and limited therapeutic options. Antimicrobial susceptibility testing is therefore important for guiding treatment and surveillance. The multiple antibiotic resistance (MAR) index is also used as an indicator of the extent of resistance among isolates and can help identify settings where resistant organisms may frequently be encountered (Krumperman, 1983). However, a high MAR index should be interpreted as a marker of resistance burden and should not, by itself, be taken as direct evidence of antibiotic misuse or overprescribing.
Although the clinical importance of MRSA is well recognised, there is limited literature comparing HA-MRSA and CA-MRSA in Edo State, Nigeria. The present study was conducted to determine the prevalence, antibiotic resistance profile, and MAR index of phenotypically detected HA-MRSA and CA-MRSA from ISTH and the Ekpoma community. The objectives were to determine the prevalence of HA-MRSA among samples obtained at ISTH, determine the prevalence of CA-MRSA among apparently healthy individuals in Ekpoma, compare the antibiotic susceptibility profiles of the two groups, and determine their MAR indices.

2. material and methods 

2.1 Study Area and Population
The study was carried out in Ekpoma community and Irrua Specialist Teaching Hospital (ISTH), Irrua, Edo State, Nigeria. Ekpoma is the administrative capital of Esan West Local Government Area, located at latitude 6°45'N, longitude 6°08'E, with a population of more than 80,000. Irrua is the administrative capital of Esan Central Local Government Area, located at latitude 5°15'48"E, with a population of about 40,000. ISTH is a federal government teaching hospital and the teaching hospital for Ambrose Alli University's medical programme.
The study population comprised two groups: HA-MRSA isolation involved doctors, nurses, patients, cleaners, and fomites from ISTH, Irrua; while CA-MRSA isolation was carried out among apparently healthy residents of Ekpoma community who had not visited any hospital within the year prior to the study.
2.2 Sample Size Determination
The sample size was determined using Bartlett's formula (Bartlett et al., 2001):

Where:  = required sample size,  = percentage occurrence of the event (30%; Ogefere and Ogunleye, 2019),  = percentage error required (5%),  = statistical value corresponding to confidence level (95%) which is 1.96
Inputting these figures into Bartlett's formula:




Hence, a total of 310 samples were required from each study population, giving 620 samples in total for this study (both CA-MRSA and HA-MRSA).

2.4 Sample Collection
The HA-MRSA sample comprised 310 nasal, wound, and fomite samples collected from 14 clinical departments of ISTH. For each department, 20–25 samples were collected based on the number of shifts. Nasal and wound samples were obtained using sterile swab sticks (Oxoid) from doctors, nurses, cleaners, and patients; similarly, fomites were also sampled by swabbing. For CA-MRSA, 310 nasal swabs were obtained from healthy individuals from the Ekpoma community including schools, churches, markets, and motor parks.
2.5 Isolation and Identification of Staphylococcus aureus
Swab samples were streaked on Mannitol Salt Agar (MSA) and incubated for 24 hours at 37°C. The presumptive S. aureus strains (yellow colonies resulting from the fermentation of mannitol) and coagulase-negative staphylococci (CoNS) underwent Gram staining and various biochemical tests such as catalase, coagulase, oxidase, citrate, indole, urease, and sugar metabolism tests using standard protocols (Cheesbrough, 2000).
2.6 Isolation of MRSA
MRSA was screened among presumptive S. aureus isolates using Oxacillin Resistant Screening Agar Base (ORSAB), with identification based on the characteristic colour change from pale blue to deep blue. Putative MRSA isolates were further assessed by disc diffusion using 1 μg oxacillin discs on 5% NaCl Mueller-Hinton agar. Zones of inhibition were measured after 24 hours of incubation at 37°C and interpreted according to the CLSI standard used for the original laboratory testing (CLSI, 2017). Because no PCR or other molecular assay was performed, the isolates are referred to in this manuscript as phenotypically detected MRSA, and no inference about mecA carriage is made.
2.7 Antibiotic Susceptibility Testing
Susceptibility testing of all phenotypically confirmed MRSA isolates was carried out using vancomycin (1 μg), linezolid (1 μg), cloxacillin (5 μg), ciprofloxacin (5 μg), gentamicin (5 μg), tetracycline (10 μg), and erythromycin (5 μg). A 0.5 McFarland suspension of each isolate was used to inoculate 5% NaCl Mueller-Hinton agar plates, after which antibiotic discs were applied. Plates were incubated for 24 hours at 37°C. Results were interpreted using the CLSI criteria reported for the original testing (CLSI, 2017). Current CLSI standards emphasise standardised disc-diffusion and dilution procedures and regular updating of breakpoints and quality-control requirements (CLSI, 2026).
2.8 Determination of Multiple Antibiotic Resistance (MAR) Index
The MAR index was calculated as the ratio of the number of antibiotics to which an isolate was resistant () to the total number of antibiotics tested () (Krumperman, 1983):

Where:  = number of antibiotics to which the isolate was resistant,  = total number of antibiotics tested
A MAR index greater than 0.2 was treated as an indicator of a high-risk source of antibiotic exposure/resistance, following Krumperman (1983). In this study, MAR was interpreted as a descriptive indicator of the resistance burden rather than direct evidence of antibiotic prescribing or consumption.
2.9 Statistical Analysis
Data were summarised using frequencies, percentages, and MAR indices. Prevalence in the HA-MRSA and CA-MRSA groups was compared using Pearson’s chi-square test, and 95% confidence intervals (CIs) were calculated for prevalence estimates. For antibiotic-specific resistance comparisons, two-sided Fisher’s exact tests were used because some cell counts were small. Statistical significance was set at p < 0.05. Analyses were based on the aggregate counts reported in the study tables.

3. results and discussion

3.1 Prevalence of MRSA in the Studied Populations
A total of 133 MRSA isolates were detected among 620 samples, yielding an overall prevalence of 21.5% (95% CI: 18.4–24.9%). Among the 310 hospital samples, 82 were HA-MRSA (26.5%; 95% CI: 21.9–31.6%), and 51 of the 310 community samples were CA-MRSA (16.5%; 95% CI: 12.7–21.0%). The difference in prevalence between the two groups was statistically significant (χ² = 9.20, p = 0.002). These findings indicate a substantial MRSA burden in both settings and are broadly consistent with the continued burden of antimicrobial-resistant S. aureus reported in Nigeria (Adeiza et al., 2020; Ezeh et al., 2023). Differences between studies may reflect variation in population, specimen type, sampling design, and MRSA detection methods.
The HA-MRSA prevalence in this study was comparable to some earlier reports from Edo State, although direct comparisons should be made cautiously because the hospital group in the present study included healthcare workers, patients, cleaners, and fomites rather than patients alone. The CA-MRSA prevalence among apparently healthy community participants also indicates that phenotypic MRSA carriage was present outside the hospital setting. More recent Nigerian studies have similarly emphasized the importance of surveillance of MRSA and antimicrobial resistance in both clinical and community-related settings (Adeiza et al., 2020; Ezeh et al., 2023).
Table 1: Prevalence of MRSA among the Studied Population
	Sample Source
	No. of Samples
	No. (%) Positive for MRSA

	Hospital (HA-MRSA)
	310
	82 (27)

	Community (CA-MRSA)
	310
	51 (17)

	Total
	620
	133 (22)



3.2 Distribution of HA-MRSA According to Subjects and Hospital Departments
Among the 82 HA-MRSA isolates, the largest proportion was recovered from fomites (32%), followed by cleaners (24%), nurses (19%), patients (13%), and doctors (12%) (Table 2). This distribution identifies fomites and frequently exposed occupational groups as important sources from which MRSA was detected in the hospital setting. However, the cross-sectional design does not establish a direction of transmission. The findings are consistent with the established importance of contaminated surfaces and close contact in healthcare-associated transmission, and they support continued attention to environmental cleaning and hand hygiene.
The observed pattern of isolation (fomites > cleaners > nurses > patients > doctors) should therefore be interpreted descriptively rather than as proof of a transmission chain. Differences between groups may reflect differences in exposure, sampling intensity, colonisation status, or other unmeasured factors. The distribution of MRSA among hospital departments showed the highest proportions in the male surgical ward (13%), female surgical ward (11%), and laundry (11%), while MCH and ICU had the lowest proportions (4% each) (Table 2).
Surgical wards and laundry areas may provide opportunities for MRSA persistence and transmission because of contact with wounds, equipment, linens, and other frequently handled materials. Nevertheless, the study did not measure environmental cleaning frequency, hand-hygiene compliance, antibiotic consumption, or patient-level risk factors, so explanations for the departmental differences remain hypotheses requiring further investigation.
Table 2: Distribution of HA-MRSA Isolates in ISTH
	Department/Ward
	No. of MRSA Isolates
	Percentage (%)

	Male Surgical
	11
	13

	Female Surgical
	9
	11

	Laundry
	9
	11

	A&E
	7
	9

	Lassa Ward
	6
	7

	Ophthalmology
	6
	7

	Labour Ward
	6
	7

	Gynecology
	5
	6

	Radiology
	5
	6

	Pediatrics
	4
	5

	Post-natal
	4
	5

	SCBU
	4
	5

	MCH
	3
	4

	ICU
	3
	4

	Total
	82
	100



3.3 Distribution of CA-MRSA from Different Sites in Ekpoma Community
Among the 310 community samples, markets had the highest proportion of CA-MRSA isolates (30%), followed by motor parks (27%), schools (19%), and churches (8%) (Table 3). These findings show that phenotypic MRSA carriage occurred across several community settings. The higher proportions observed in markets and motor parks may be related to crowding and frequent interpersonal contact, but this study did not measure contact patterns or other behavioural risk factors and therefore cannot establish these factors as causes.
The detection of CA-MRSA among apparently healthy community participants is relevant to public-health surveillance because asymptomatic carriage can contribute to the circulation of resistant organisms. The finding also supports the importance of culture and susceptibility testing when clinically indicated. Recent Nigerian research has continued to report substantial antimicrobial resistance among S. aureus and MRSA, reinforcing the need for surveillance and infection-prevention measures (Adeiza et al., 2020; Ezeh et al., 2023).
Table 3: Distribution of CA-MRSA in Ekpoma Community
	Sample Source
	No. of Samples
	No. (%) Positive

	Schools
	130
	25 (19)

	Churches
	120
	9 (8)

	Markets
	30
	9 (30)

	Motor Parks
	30
	8 (27)

	Total
	310
	51 (17)



3.4 Antibiogram of HA-MRSA Isolates
Vancomycin and linezolid showed 100% susceptibility among the 82 HA-MRSA isolates tested. Resistance rates were 96% to cloxacillin, 41% to ciprofloxacin, 45% to gentamicin, 26% to erythromycin, and 9% to tetracycline (Table 4). These findings indicate preserved in vitro activity of vancomycin and linezolid against the isolates tested, while resistance to several other agents was substantial. The results should support local surveillance and susceptibility-guided therapy rather than routine empirical use of any particular agent.
The high cloxacillin resistance is consistent with the phenotypic definition of the isolates as MRSA, but it does not establish the presence of mecA because no molecular assay was performed. The difference in ciprofloxacin resistance between HA-MRSA and CA-MRSA was statistically significant (41% vs 20%; Fisher’s exact p = 0.013), whereas the difference for gentamicin was not statistically significant (45% vs 35%; p = 0.283). Current surveillance literature similarly demonstrates considerable variation in antimicrobial resistance among S. aureus isolates and supports continued susceptibility testing and stewardship (Ezeh et al., 2023; WHO, 2024).
Table 4: Antibiogram of HA-MRSA Isolates (n=82)
	Antibiotic
	Sensitive (%)
	Intermediate (%)
	Resistant (%)

	Vancomycin
	82 (100)
	0 (0)
	0 (0)

	Linezolid
	82 (100)
	0 (0)
	0 (0)

	Cloxacillin
	0 (0)
	3 (4)
	79 (96)

	Ciprofloxacin
	48 (59)
	0 (0)
	34 (41)

	Tetracycline
	74 (90)
	1 (1)
	7 (9)

	Gentamicin
	43 (52)
	2 (2)
	37 (45)

	Erythromycin
	61 (74)
	0 (0)
	21 (26)



3.5 Antibiogram of CA-MRSA Isolates
All CA-MRSA isolates (n = 51; 100%) were susceptible to vancomycin and linezolid. Resistance rates for cloxacillin, ciprofloxacin, gentamicin, erythromycin, and tetracycline were 96%, 20%, 35%, 6%, and 8%, respectively (Table 5). Compared with HA-MRSA, CA-MRSA showed lower resistance to ciprofloxacin (20% vs 41%; p = 0.013) and erythromycin (6% vs 26%; p = 0.005), while the difference in gentamicin resistance was not statistically significant (35% vs 45%; p = 0.283). These differences are compatible with different epidemiological settings, but antibiotic consumption and prescribing practices were not measured in this study and therefore cannot be used to establish the cause of the observed resistance differences.
Table 5: Antibiogram of CA-MRSA Isolates (n=51)
	Antibiotic
	Sensitive (%)
	Intermediate (%)
	Resistant (%)

	Vancomycin
	51 (100)
	0 (0)
	0 (0)

	Linezolid
	51 (100)
	0 (0)
	0 (0)

	Cloxacillin
	0 (0)
	2 (4)
	49 (96)

	Ciprofloxacin
	39 (76)
	2 (4)
	10 (20)

	Tetracycline
	47 (92)
	0 (0)
	4 (8)

	Gentamicin
	32 (63)
	1 (2)
	18 (35)

	Erythromycin
	47 (92)
	1 (2)
	3 (6)



3.6 Multiple Antibiotic Resistance (MAR) Index
The MAR index for HA-MRSA ranged from 0.2 to 0.4, with the highest values in the female surgical ward and laundry (0.4). MAR indices for the Lassa ward, A&E, and male surgical ward were 0.3, while the remaining departments had values of 0.2 except the ICU (0.1) (Table 6). The CA-MRSA MAR index ranged from 0.1 to 0.2 (Table 6). Following Krumperman (1983), values above 0.2 were treated as indicators of high-risk sources of antibiotic exposure/resistance. These findings show a higher resistance burden among the hospital isolates, but they do not by themselves demonstrate antibiotic misuse, overprescribing, or a specific transmission pathway.
The lower MAR-index range observed among CA-MRSA isolates indicates a lower number of antibiotics to which the isolates were resistant in the tested panel. However, the MAR index is a descriptive measure derived from susceptibility results and should not be interpreted as a direct measure of antibiotic consumption. Further studies that combine microbiological surveillance with antibiotic-use data are needed to determine whether prescribing or consumption patterns explain the observed differences.
3.7 General Comparison between HA-MRSA and CA-MRSA
The main comparative findings are summarised in Table 6. HA-MRSA was more prevalent than CA-MRSA (26.5% vs 16.5%; p = 0.002). HA-MRSA also showed higher resistance to ciprofloxacin and erythromycin, with no statistically significant difference in gentamicin resistance. The MAR-index range was higher in the hospital group (0.2–0.4) than in the community group (0.1–0.2). Because molecular typing, antibiotic-consumption data, and detailed patient-level risk factors were not collected, the observed differences should be interpreted as epidemiological associations rather than evidence of distinct genetic lineages or specific causes of resistance.
The findings have clinical and public-health relevance because the hospital group showed a greater resistance burden across several tested antibiotics. This supports infection-prevention measures, antimicrobial stewardship, and routine susceptibility testing. The community findings also demonstrate the need for surveillance beyond healthcare facilities. These implications are consistent with current evidence identifying MRSA as an important antimicrobial-resistance threat and emphasizing surveillance, infection prevention, and appropriate antimicrobial use (WHO, 2024; Azzam et al., 2026).
Table 6: General Comparison between HA-MRSA and CA-MRSA
	Parameter
	HA-MRSA
	CA-MRSA

	Prevalence
	26.5% (82/310)
	16.5% (51/310)

	Cloxacillin resistance
	96%
	96%

	Ciprofloxacin resistance
	41%
	20%

	Gentamicin resistance
	45%
	35%

	Erythromycin resistance
	26%
	6%

	Tetracycline resistance
	9%
	8%

	MAR index
	0.2–0.4
	0.1–0.2



3.8 Implications for Clinical Practice and Public Health
The findings have several implications for clinical practice and public health in Edo State. First, the substantial prevalence of phenotypic MRSA in both hospital and community samples supports continued surveillance of MRSA carriage and resistance patterns. Hospitals should strengthen hand hygiene, environmental cleaning, equipment disinfection, and appropriate infection-prevention practices.
Second, the higher MAR indices observed among HA-MRSA isolates support antimicrobial-stewardship activities aimed at optimising antibiotic selection, dosage, and duration. However, because antibiotic prescribing and consumption were not measured, the present findings should not be interpreted as direct evidence of overprescription or misuse.
Third, detection of phenotypic CA-MRSA among apparently healthy community participants supports public education on hand hygiene, wound care, and appropriate antibiotic use. Interventions should emphasise obtaining a microbiological diagnosis and susceptibility information when clinically indicated rather than assuming that all community infections are MRSA.
Fourth, the high proportion of HA-MRSA detected from fomites supports prioritising environmental cleaning and disinfection of high-contact surfaces. Future studies should measure environmental contamination, cleaning practices, hand-hygiene compliance, and contact patterns to clarify the factors associated with hospital MRSA carriage.
Finally, clinicians should consider local susceptibility data when selecting empirical therapy and should use culture and susceptibility testing whenever appropriate. Vancomycin and linezolid showed 100% in vitro susceptibility in this study, but these results should not be generalized beyond the study setting or interpreted as a recommendation for routine use without clinical indication and susceptibility guidance.

3.9 Limitations of the Study
This study has several limitations. It was conducted in a single teaching hospital and one community, so the findings may not be generalisable to all hospitals or communities in Nigeria. The cross-sectional design limits causal inference and does not establish transmission pathways. MRSA classification was phenotypic; no PCR or other molecular assay was performed, so mecA carriage and strain relatedness could not be confirmed. Antibiotic prescribing or consumption, hand-hygiene compliance, environmental cleaning practices, and individual-level risk factors were not measured. Future studies should address these limitations through multicentre sampling, standardised MIC testing, molecular characterisation, and integrated antimicrobial-use data.
4. CONCLUSION

MRSA was detected in 21.5% of the 620 samples studied, with a higher prevalence in the hospital group (26.5%) than in the community group (16.5%; p = 0.002). Fomites accounted for the largest proportion of HA-MRSA isolates, while markets and motor parks had the highest proportions of CA-MRSA among the sampled community sites. All tested isolates were susceptible to vancomycin and linezolid, while cloxacillin resistance was 96% in both groups. HA-MRSA showed significantly higher resistance to ciprofloxacin and erythromycin than CA-MRSA, whereas the difference in gentamicin resistance was not statistically significant. The HA-MRSA group also had a higher MAR index range (0.2–0.4 vs 0.1–0.2). Overall, the findings support continued MRSA surveillance, infection prevention, environmental hygiene, antimicrobial stewardship, and susceptibility-guided treatment. The study does not establish mecA carriage, antibiotic misuse, overprescription, or transmission pathways because these were not directly measured.
i. Healthcare providers should maintain effective hand hygiene, environmental cleaning and disinfection of frequently touched surfaces and fomites. Infection-prevention measures should be strengthened in departments where MRSA was frequently detected.
ii. Antimicrobial stewardship programmes should be strengthened to promote rational antibiotic selection, dosing, and duration. The MAR findings should be used as a signal for surveillance rather than as direct evidence of overprescription.
iii. Public-health education should emphasise hand hygiene, wound care, and appropriate antibiotic use, including the avoidance of self-medication and incomplete courses of antibiotics.
iv. Routine monitoring of MRSA prevalence and antimicrobial susceptibility should continue in both hospital and community settings. Future studies should include antibiotic-use data and patient-level risk factors to investigate determinants of resistance.
v. Molecular characterisation, including PCR-based detection of mecA and other relevant resistance or virulence determinants, should be incorporated in future studies to distinguish phenotypic resistance from specific genetic mechanisms and to characterise circulating lineages.
vi. Future multicentre studies should also investigate environmental contamination, healthcare-worker carriage, and possible transmission links between hospital and community settings.
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Definitions, Acronyms, Abbreviations

Definitions

Antibiogram: The measurement of the susceptibility of bacteria to antibiotics to determine resistance patterns.

Biofilm: A community of microorganisms attached to a surface by a self-produced polymeric matrix.

Fomites: Inanimate objects or surfaces that can carry infectious agents.

MAR Index: Multiple Antibiotic Resistance Index; ratio of the number of antibiotics to which an isolate is resistant to the total number of antibiotics tested.

MRSA: Staphylococcus aureus resistant to methicillin and other beta-lactam antibiotics.

Prevalence: The proportion of a population found to have a condition at a specific time.

Virulence: The degree of pathogenicity or harmfulness of a microorganism.

Acronyms and Abbreviations

A&E — Accident and Emergency

CA-MRSA — Community-Acquired Methicillin-Resistant Staphylococcus aureus

CLSI — Clinical and Laboratory Standards Institute

CoNS — Coagulase-Negative Staphylococci

HA-MRSA — Hospital-Acquired Methicillin-Resistant Staphylococcus aureus

ICU — Intensive Care Unit

ISTH — Irrua Specialist Teaching Hospital

MAR — Multiple Antibiotic Resistance

MCH — Mother and Child Health

MRSA — Methicillin-Resistant Staphylococcus aureus

MSA — Mannitol Salt Agar

MSSA — Methicillin-Susceptible Staphylococcus aureus

ORSAB — Oxacillin Resistant Screening Agar Base

PBP2a — Penicillin-Binding Protein 2a

PCR — Polymerase Chain Reaction

PVL — Panton-Valentine Leukocidin

SCBU — Special Care Baby Unit

SCCmec — Staphylococcal Cassette Chromosome mec
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