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	PART  1: Comments



	
	Reviewer’s comment


	Author’s Feedback (It is mandatory that authors should write his/her feedback here)


	Please write a few sentences regarding the importance of this manuscript for the scientific community. A minimum of 3-4 sentences may be required for this part.


	Genome editing technologies are revolutionizing plant biotechnology, functional genomics, and sustainable agriculture. This review offers a consolidated overview of different genome editing platforms and their biological significance. It will serve as a useful reference for researchers, graduate students, and academicians working in molecular biology and plant sciences. The manuscript contributes to better understanding of emerging genome editing tools and their future potential in improving crop productivity and resilience.
	

	Is the title of the article suitable?

(If not please suggest an alternative title)


	Perspectives on Genome Editing Techniques


	

	Is the abstract of the article comprehensive? Do you suggest the addition (or deletion) of some points in this section? Please write your suggestions here.


	Genome editing has emerged as a revolutionary technique for highly precise and effective crop improvement. It allows for specific genetic alterations without the complications associated with traditional breeding. Functional genomics and precision breeding have accelerated as a result of the technologies that employ site-directed nucleases, including zinc finger nucleases, TALENs, and particularly CRISPR/Cas systems. These strategies make it easy to precisely insert, delete, and substitute nucleotides. Recent advances, such as base editing and prime editing, improved precision by allowing for predictable modifications without causing double-strand breaks. In Indian agriculture, genome editing is critical for accelerating crop improvement. This is critical in era of climate change, emerging pests and diseases, inefficient resource use, and nutritional deficits. It has been widely employed to increase biotic and abiotic stress resistance, as well as to improve yield, nutritional quality, and climate resilience. Despite concerns about delivery efficiency, off-target impacts, and public perception, continuous technology advancements and clearer laws make genome editing an essential component of sustainable and resilient agriculture. 
	

	Is the manuscript scientifically, correct? Please write here.
	The manuscript is scientifically sound and presents accurate information regarding genome editing tools. The explanations of different techniques are clear and technically appropriate.
	

	Are the references sufficient and recent? If you have suggestions of additional references, please mention them in the review form.
	The references are generally appropriate and relevant. However, adding a few more recent studies (particularly on CRISPR advancements and prime editing applications in plants) would improve the manuscript’s currency.
	

	Is the language/English quality of the article suitable for scholarly communications?


	The language is clear and understandable. Minor grammatical polishing and stylistic refinement would improve readability and academic tone. Professional language editing is recommended but not mandatory for acceptance.
	

	Optional/General comments


	Consider adding a schematic diagram illustrating the mechanism of key genome editing systems.Improve flow between sections with brief transition sentences.Ensure consistency in abbreviations throughout the manuscript. These minor refinements will further improve clarity and presentation quality.
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	Reviewer’s comment
	Author’s Feedback (It is mandatory that authors should write his/her feedback here)



	Are there ethical issues in this manuscript? 


	(If yes, Kindly please write down the ethical issues here in details)
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