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	PART  1: Comments



	
	Reviewer’s comment
Artificial Intelligence (AI) generated or assisted review comments are strictly prohibited during peer review.
	Author’s Feedback (It is mandatory that authors should write his/her feedback here)


	Please write a few sentences regarding the importance of this manuscript for the scientific community. A minimum of 3-4 sentences may be required for this part.
	This manuscript makes a significant contribution to rice breeding research. This study is crucial for accelerating the development of new, environmentally resilient rice varieties, which are necessary to address global food security challenges in the context of a changing climate and a growing world population.
	

	Is the title of the article suitable?

(If not please suggest an alternative title)


	The title of the manuscript,  "Cluster analysis of diverse rice accessions for grain yield and yield related traits", is suitable because it explicitly mentions the primary technique used in the research (cluster analysis), the material studied (diverse rice accessions), and the research objective (evaluating rice variability in terms of grain yield and yield-related traits).
	

	Is the abstract of the article comprehensive? Do you suggest the addition (or deletion) of some points in this section? Please write your suggestions here.


	The abstract is comprehensive, effectively covering the aims, study material, methodology, results, and conclusion. In my opinion, the following suggestions should be added: a list of all ten yield-related traits evaluated, to give readers a clear and immediate understanding of the scope and specific focus of the study (productive tillers per plant, panicle length, thousand grain weight, etc.); and a statement on the purpose of crossing highly divergent clusters (e.g., maximising heterosis by combining complementary yield and morphological traits). This idea is already mentioned in the text, and it is very important for breeders.
	

	Is the manuscript scientifically, correct? Please write here.
	Based on the provided text, the manuscript appears to be scientifically sound and to adhere to established methodologies for analysing genetic diversity in crop breeding. The study clearly defines its aim of evaluating diverse rice accessions for ten yield-related traits in order to identify genetically diverse parents for hybridisation and transgressive breeding programs. The competent selection of genetic material for the study is demonstrated through the use of a set of 200 rice germplasm lines from the 3K Rice Genome Project, as well as an augmented experimental design comprising ten blocks and five standard checks. Multi-environment testing was also employed to identify stable and environmentally resilient genotypes, and to investigate genotype-environment interaction, with statistical analysis corrected using k-means clustering.  The conclusions are well supported by the data on genetic divergence and trait performance across environments.

It should be noted that a one-year, two-environment study is scientifically valid and sufficient for the stated aims of assessing diversity and conducting preliminary selection of genetically divergent parents. However, if the goal were to conclusively select a stable, high-yielding variety for final release or widespread recommendation, then collecting data over a minimum of two or three years would typically be necessary to fully confirm environmental resilience and stability.
	

	Are the references sufficient and recent? If you have suggestions of additional references, please mention them in the review form.
	The references used in the document are generally sufficient to support the methodologies employed (clustering, diversity analysis and rice importance) and the conclusions drawn. The references cover all the necessary areas and include citations from 2001 to 2025. Furthermore, the single old reference from 1967 is both justified and essential for citing the original K-means clustering algorithm.
	

	Is the language/English quality of the article suitable for scholarly communications?


	The level of English used in the article is suitable for scholarly communication. It employs precise scientific and technical terminology relevant to agricultural science and plant breeding consistently. The manuscript adheres to the standard structure of an original research article, comprising an abstract, aims, material and methodology, results, discussion, conclusion, and references. The text is logically organised, with clear headings and smooth transitions between sections. The results section provides meticulous detail, using quantifiable terms and appropriate comparative language to describe cluster sizes, trait means, and distances. The complex sentences reflect scholarly writing, often combining findings with their interpretations. A thorough reading reveals very few grammatical and stylistic errors that would impede comprehension. Overall, the article demonstrates a high level of linguistic proficiency through its use of appropriate scientific discourse, making it entirely suitable for scholarly and expert audiences.
	

	Optional/General comments


	This research presents a robust analysis of rice genetic diversity using K-means clustering on a subset of the 3K rice panel, evaluated across two distinct environments. The study's core strength lies in its consistency, as it identified six well-defined clusters in both seasons, demonstrating pronounced multivariate divergence within the germplasm. The evaluation successfully identified superior accessions in specific clusters (clusters 2 and 3 in the first environment conditions; clusters 2 and 1 in the second) that consistently exhibited high single plant yield and favourable yield components, rendering them ideal donor sources for improvement. Furthermore, the analysis of inter-cluster distances provided critical guidance for hybridisation, with the largest divergence observed between pairs like clusters 3 and 4 (Env 1) and clusters 1 and 3 (Env 2), suggesting combinations likely to maximise heterosis. The findings, when considered as a whole, provide a robust, data-driven foundation for cluster-oriented parent selection and the formulation of targeted breeding programmes. These programmes are aimed at developing high-yielding and environmentally resilient rice varieties.
	


	PART  2: 



	
	Reviewer’s comment
	Author’s Feedback (It is mandatory that authors should write his/her feedback here)

	Are there ethical issues in this manuscript? 


	(If yes, Kindly please write down the ethical issues here in detail)

If a submitted manuscript is found to contain potential competing interests, or indeed lacks such interests, it is considered good practice to include a statement that will allay any concerns readers and reviewers may have regarding the integrity of the research. It is therefore vital that issues of this nature are addressed transparently to maintain credibility and uphold the standards of ethical conduct expected in the context of scholarly communication. Nevertheless, the authors did address one key ethical and integrity concern related to the use of generative AI (Artificial Intelligence). This declaration is consistent with the increasing directives issued by academic journals concerning the ethical utilisation of AI tools in research authorship.
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