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	PART  1: Comments



	
	Reviewer’s comment

Artificial Intelligence (AI) generated or assisted review comments are strictly prohibited during peer review.
	Author’s Feedback (It is mandatory that authors should write his/her feedback here)


	Please write a few sentences regarding the importance of this manuscript for the scientific community. A minimum of 3-4 sentences may be required for this part.


	This paper is significant for the scientific community because it demonstrates the importance of understanding the genetic diversity and population structure of rice plants using simple sequence repeat (SSR) markers, compared to solely morphological traits. The significant genetic diversity of the tested rice germplasm is highly beneficial for breeders in selecting lines as parents for improving rice quality and yield through hybridization.
	

	Is the title of the article suitable?

(If not please suggest an alternative title)


	Yes, the title of this article is suitable
	

	Is the abstract of the article comprehensive? Do you suggest the addition (or deletion) of some points in this section? Please write your suggestions here.


	At the beginning of the abstract paragraph, it is best to write a little about rice plants and their benefits.
	

	Is the manuscript scientifically, correct? Please write here.
	Yes, this manuscript is scientifically correct.
	

	Are the references sufficient and recent? If you have suggestions of additional references, please mention them in the review form.
	In the introduction, several outdated references should be replaced with references from the last 10 years.

In the Discussion section, the first paragraph should be moved to the introduction (to replace information with outdated references).
Diversity and Population Structure of Local Rice Varieties from Indonesia Revealed by SSR Markers

Rerenstradika Tizar Terryana et al. (2022) HAYATI Journal of Biosciences
Sixty-three Indonesian landraces genotyped with 19 SSR markers exhibited high gene diversity (mean PIC 0.62). UPGMA and PCoA both partitioned the varieties into two major clusters largely corresponding to geographical origin. AMOVA indicated that 12% of variation occurred among populations, with the remainder within populations, reinforcing rich within-group diversity

Evaluation of Genetic Diversity in Rice (Oryza sativa L. ssp. Indica) Accessions Using SSR Marker

Rezk Adel A. et al. (2022) Journal of Plant Biochemistry and Biotechnology (Springer)
Twenty-five indica accessions were characterized with 60 SSR markers, revealing an average of 4.4 alleles per locus and mean PIC of 0.63. UPGMA clustering divided the accessions into three major groups reflecting geographic origin. Population structure analysis further defined subgroups, underscoring the value of these markers in germplasm classification
	

	Is the language/English quality of the article suitable for scholarly communications?


	Yes, the English quality of this article is suitable for scientific communication.
	

	Optional/General comments


	In general, this manuscript is good. There are several improvements beyond those mentioned above, including:

1. In the Discussion section, a brief discussion of the results of the genetic diversity analysis based on cluster analysis and component analysis of the results is recommended.

2. In the Materials and Methods section, add the literature sources used after explaining the PCR Amplification and Electrophoresis Analysis points.
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	Are there ethical issues in this manuscript? 


	(If yes, Kindly please write down the ethical issues here in detail)

No
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