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PART 1: Comments

	
	Reviewer’s comment
	Author’s Feedback (It is mandatory that
authors should write his/her feedback here)

	
	
	Artificial Intelligence (AI) generated or assisted review comments
	
	

	
	
	are strictly prohibited during peer review.
	
	

	Please write a few sentences regarding the importance of this manuscript for the
scientific community. A minimum of 3-4 sentences may be required for this part.
	The  research  presented  in  the  article  is  both  timely  and
relevant,   aligning   well   with   current   global   efforts   in agricultural innovation. Its findings are promising, showcasing
the  potential  to  significantly  enhance  crop  productivity  and resilience.  Such  advancements  could  play  a  pivotal  role  in
achieving  global  food  security  and  moving  toward  a  food surplus status.
	

	Is the title of the article suitable?
(If not please suggest an alternative title)
	No, Something is missing in the title
1. Harnessing NGS Technologies for Mapping Agronomic Traits:
Enhancing Crop Yield and Quality.
2. Next-Gen Sequencing-Driven Trait Mapping for Sustainable Crop
Improvement"
	

	Is the abstract of the article comprehensive? Do you suggest the addition (or deletion) of
some points in this section? Please write your suggestions here.
	

The abstract of the article is good.
	

	Is the manuscript scientifically, correct? Please write here.
	Yes, The mapping of agronomic traits has been conducted using
established and widely accepted methodologies. The analytical tools employed are well-aligned with the objectives and scope of the
research, ensuring methodological rigor and relevance.
	

	Are the references sufficient
and recent? If you have suggestions of additional references, please mention them in the review form.
	
The references cited are commendable both in quantity and in scholarly quality, reflecting a well-researched and credible foundation for the study.
	







	Is the language/English quality
of the article suitable for scholarly communications?
	Surely , Yes
	

	Optional/General comments
	1.The  scholar  has  mentioned  the  use  of  the  following

tools / machine :

1.Illumina Genome Analyzer IIx machine
2. BWA aligner software
3. SAM tools
4. QTL-seq pipeline
The article does not include the findings, outputs, or
graphical representations obtained from the above mentioned  tools or machine.


2. The scholar has provided a thorough and well- articulated comparison between the earlier techniques and
the current approach.

3. The article lacks a concise 3–5 line formal conclusion to effectively summarize the key insights.
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	Reviewer’s comment
	Author’s comment (if agreed with reviewer, correct the manuscript and highlight that part in the manuscript. It is mandatory that authors should write his/her feedback here)

	Are there ethical issues in this manuscript? 

	(If yes, Kindly please write down the ethical issues here in details)
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