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	Reviewer’s comment

Artificial Intelligence (AI) generated or assisted review comments are strictly prohibited during peer review.
	Author’s Feedback (Please correct the manuscript and highlight that part in the manuscript. It is mandatory that authors should write his/her feedback here)

	Please write a few sentences regarding the importance of this manuscript for the scientific community. A minimum of 3-4 sentences may be required for this part.


	The study provides valuable insights into the genetic diversity and differentiation of Nigerian chicken strains using PIT-1. However, to enhance its impact, future research should:

Increase the sample size for better statistical power.

Expand the geographical scope to include more diverse chicken populations.

Use additional molecular markers for a more comprehensive genetic analysis.

Investigate the functional implications of genetic variations on growth and production traits.

Explore evolutionary and adaptive significance in more depth.

By addressing these limitations, future studies can provide a more robust foundation for conservation and genetic improvement programs.
	

	Is the title of the article suitable?

(If not please suggest an alternative title)


	suitable
	

	Is the abstract of the article comprehensive? Do you suggest the addition (or deletion) of some points in this section? Please write your suggestions here.


	Strengths:

Relevance and Importance:

The study addresses genetic diversity and gene flow in local Nigerian chicken strains, which is crucial for conservation, breeding programs, and genetic improvement.

It aligns with FAO’s recommendations on maintaining genetic diversity in livestock, reinforcing its global significance.

Use of Molecular Markers:

The study employs PIT-1, a transcription factor for growth hormone, which is a well-established marker for genetic differentiation and population genetics.

The methodology includes sequencing and bioinformatics analysis, which enhances accuracy and reliability.

Bioinformatics Analysis:

The research utilizes genetic differentiation indices (Gst, Nm, Fst) and haplotype analysis, providing a clear genetic relationship between the strains.

The differentiation and gene flow calculations add valuable insights into the genetic structure of the populations.

Clear Presentation of Results:

The study effectively presents haplotype variations and their genetic implications.

The inclusion of heterozygosity values and nucleotide substitution rates supports the interpretation of genetic distances among populations.

Implications for Conservation and Breeding:

The study highlights the need for further genetic cataloging and structured breeding programs to preserve local chicken strains.

The results indicate the potential for using PIT-1 in molecular characterization, aiding in the development of selective breeding strategies.
	

	Is the manuscript scientifically, correct? Please write here.
	The research utilizes genetic differentiation indices (Gst, Nm, Fst) and haplotype analysis, providing a clear genetic relationship between the strains.

The differentiation and gene flow calculations add valuable insights into the genetic structure of the populations.
	

	Are the references sufficient and recent? If you have suggestions of additional references, please mention them in the review form.
	good
	

	Is the language/English quality of the article suitable for scholarly communications?


	The research language is scientific and good.
	

	Optional/General comments


	Small Sample Size:

The study uses only 15 chickens (5 from each strain), which is a very limited sample size for robust genetic diversity analysis.

A larger sample size would provide more statistically significant results and better represent the genetic structure of the populations.

Limited Geographic Scope:

The chickens were sourced from a specific region in Nigeria, limiting the generalizability of the findings to the entire Nigerian chicken population.

Expanding the study to multiple regions would improve the representativeness of the results.

Absence of Comparison with Other Genetic Markers:

The study relies solely on PIT-1 as a genetic marker, without cross-validation using other molecular markers such as mitochondrial DNA (mtDNA) or microsatellites.

The inclusion of additional markers would strengthen the conclusions about genetic diversity and relatedness.

Lack of Functional Correlation:

While the study assesses genetic differentiation, it does not establish a direct link between PIT-1 haplotypes and phenotypic traits (e.g., growth rate, body weight).

Future studies could explore the functional effects of genetic variations on economically important traits.

Limited Discussion on Evolutionary Implications:

The study mentions genetic differentiation but does not deeply explore the evolutionary forces (e.g., natural selection, genetic drift) that may have shaped these differences.

A broader evolutionary perspective could enhance the understanding of genetic adaptations in these chicken strains.

Comparison with Previous Studies:

While the study references some literature, it does not critically compare its results with a wide range of previous findings.

A more detailed comparison with global studies on PIT-1 gene diversity in poultry could strengthen the discussion.

	


	PART  2: 



	
	Reviewer’s comment
	Author’s comment (if agreed with reviewer, correct the manuscript and highlight that part in the manuscript. It is mandatory that authors should write his/her feedback here)

	Are there ethical issues in this manuscript? 


	(If yes, Kindly please write down the ethical issues here in details)


	


Reviewer Details:

Nagam Khudhair Mahdi, University of Anbar,  Education College for Women, Iraq
