Editor’s Comment:
 This study tries to demonstrate the successful isolation of Aspergillus versicolor aflatoxin characterization, and effective degradation of aflatoxin using Bacillus subtilis metabolites, highlighting its potential as a biocontrol agent for aflatoxin contamination. It appears good and deserves to be published. Several points should be noted:
1. In the abstract section: Potato Dextrose Agar (PDA) plates when first shown.
2. Some Bacillus species are known as probiotics, while others are pathogens; better assign the accession number with GenBank NCBI database in Bacillus subtilis your report (like you determine the phylogenetic analysis and 18S rRNA gene sequencing, the strain was identified as Aspergillus versicolor).
3. The level of degradation was also observed and found to be 72.0%. How to get and calculate this 72.0% ? Need indicate in the text.
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